
 

All the cultures that are made in greenhouse must be registered by filling a specific form. 

Filling the form for a place reservation in greenhouse has 3 purposes : 

- It is necessary for a good management of culture places, according to rules of greenhouse 

using. 

- It allows registering of OGM plants that are cultured, insuring their traceability in agreement 

with : 

o Legislative recommendations  :  “ all transgenic plants must be easily identifiable 

and their history must be easily found”. In particular, the identification of gene of 

resistance introduced is important , that’s why information on origin of KO lines 

and vectors used for transformations are demanded. 

o Requirement of quality approach for management of biological material and of 

their identification. Informations asked  at registering can supply to succinct or 

incomplete descriptions in laboratory notebooks and avoid loss or sidelining of 

lines in case of doubts about material badly described. 

The form is conceived to collect as many as necessary informations  for traceability. That’s 

the reason why it integrates all possibilities of culture ( wild type, transgenic plants 

transformed with one or two genes and containing one or several resistance genes, wild 

type backgrounds for transformation or transgenic background for transformation) . For 

help to fill it, see examples in appendix. 

 

 

 

 

 

 

 

 

 

 

 

 
 
 
 
 
 
 

 
 

 



 
 

 

Appendix 
 

- Example 1 :  Registering a double mutant for genes x (coming from GABI-Kat 

collection) et Y(coming from  SALK collection) whitch was complemented for  gene 

X ( 35S :: CDNA X)  in a previous transformation and that will be now complemented 

for gene Y ( native promotor ::Y) 

 

 

 

1  Note here the plant 

name as in the 

experimenter notebook 

2  select line 

collection for 

mutant X 

3  line collection  

 Displays here 

automatically  
4 you can then add 

identification number 

of the line : 

For example GABI-

KAT_ 421F03 

 

5  Select line 

collection for 

mutant y 

6 Y name  collection displays  following 

X name  collection and can be 

completed by the identification 

number of the line  

7 In case of 

overexpression, note the 

name of  the transgene : 

in the example, X under 

35S promotor   

8 select vector 

used for 

transgenesis in 7 

9  vector name appear 

automatically  here  

10 choose  « Yes » because the plant will be transformed for Y complementation  



 

The following screen appear : 

 

           

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

11 indicate transgene name that will be 

used for complementation (Y in the example 

) 

12   ...and the name that  the experimenter will give to 

the final transformed plant. (the same as in notebook) 

de labo) 

13  select vector used in this 

transgenesis that will diplay in 14 

14  name can be completed here 



 

 

Example 2 : 

Registering of a plant ( named OE-Z),   overexpressor of Z  gene under 35S 
promotor, in a wild type background.   
Do not fill anything in the left insert, but fill in the right part the name of the plant (1), 
name of transgene (2) : It can be Agi° or other if it allow clear identification,  the 
vector used (3 ) than can eventually completed  (4). 
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If the plant is for a new transformation with 

another gene, select “yes”. A new screen will 

appear to fill as previously described. 
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